Trajectory analyzed: mcd.dcd Frames 1 - 201 Increment: 1

Configuration file analyzed: mcd.pdb

System: MCD - Mast Cell Degranulating Peptide

Analysis type: DSSP secondary structure assignment

N(frames)

N(res)

25 50 75 100 125 150 175 200 225

3

6

9

12

15

18

21

24

27

30

3-helix : 4-helix :